Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.038; wR factor = 0.096; data-to-parameter ratio = 13.7.
In the title compound, C 25 H 22 N 2 OSe, the fused six-membered cyclohexene ring of the 4,5,6,7-tetrahydro-1,2,3-benzoselenadiazole group adopts a near half-chair conformation and the five-membered 1,2,3-selenadiazole ring is essentially planar (r.m.s. deviation = 0.004 Å ). There are weak intermolecular C-HÁ Á ÁO and C-HÁ Á Á interactions in the crystal structure. Intermolecularstacking is also observed between the naphthyl units, with a centroid-centroid distance of 3.529 (15) Å .
Related literature
For the biological importance of 1,2,3-selenadiazole derivatives, see: Kuroda et al. (2001) ; El-Bahaie et al. (1990) ; El-Kashef et al. (1986) ; Plano et al. (2010) . For ring puckering analysis, see: Cremer & Pople (1975) . For synthetic procedures, see: Al Arab (1989) ; Li et al. (2003) ; Qian et al. (2008) ; Xu et al. (2009) Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C16-C21 ring. Symmetry codes: (i) x À 1; y; z; (ii) Àx; Ày þ 1; Àz þ 1.
Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: PLATON.
Comment
Selenium containing heterocyclic compounds are of interest due to their biological applications. They posses various beneficial activities such as anti-fungal (Kuroda et al., 2001 ), anti-bacterial (El-Kashef et al., 1986 ), anti-microbial (El-Bahaie et al., 1990 , and anti-cancer (Plano et al., 2010) . Considering the importances of 1,2,3-selenadiazole derivatives, we report the structure of the title compound (Fig. 1) . The five-membered 1,2,3-selenadiazole moiety (C1/N1/N2/Se1/C2) of the title compound adopts a planar conformation (r.m.s. deviation = 0.004 Å). Cremer & Pople puckering analysis (Cremer & Pople, 1975 ) cannot be performed to this moiety, for its weighted average absolute torsion angle is 0.62°, which is less than 5.0°.
However, the fused six-membered ring (C1/C2/C3/C4/C5/C6) of 4,5,6,7-tetrahydrobenzo[d][1,2,3]selenadiazole group adopts a near to half-chair conformation with puckering parameters of Q = 0.489 (3) Å, θ = 48.9 (4)° and Φ = 218.1 (5)°. The stabilization of crystal packing is mainly governed by intermolecular hydrogen bonding interactions such as C20-H20···O1 (x -1, y, z) and C22-H22···O1 (Fig. 2) . The C-H···π interaction (Fig. 3) is observed between C4-H4A···Cg (-x,1 -y,1 -z) [Cg is the centroid of C16-C21 ring, C···Cg distance: 3.584 (3) Å, H···Cg 2.63 Å, H-Perp: 2.61 Å], which also contribute to the crystal packing. The crystal packing also exhibits intermolecular π-π stacking interaction between naphthyl units with a centroid-centroid distance of 3.529 (15) Å.
Experimental
Diastereomerically pure racemic cyclic 1,5-diketones,(2S*,1'R*)-2-[3-(2-naphthyl)-3-oxo-1-phenylpropyl]cyclohexan-1one, were obtained via a simple Michael addition of cyclohexanone with substituted chalcones by a known method (Al Arab, 1989; Li et al., 2003; Xu et al., 2009; Qian et al., 2008) . A mixture of (2S*,1'R*)-2-[3-(2-naphthyl)-3-oxo-1-phenylpropyl]-1-cyclohexanone (1 mmol, 0.36 g) and semicarbazide hydrochloride (1 mmol, 0.11 g) in ethanol (10 ml) was refluxed for 3 h. After completion of the reaction as monitored by TLC, the mixture was poured into ice-cold water (50 ml) and the resulting mono-semicarbazone solid was filtered off. The mono-semicarbazone (1 mmol, 0.41 g) and SeO 2 (2 mmol, 0.44 g) in THF(10 ml) was refluxed on a water bath for 30 minutes and on completion of the reaction the mixture was filtered to remove selenium powder. The filtrate was concentrated under vacuum, and the residue was subjected to column chromatography using petroleum ether/ethyl acetate mixture (95:5; v/v) as eluent to afford the racemic mixture of the pure product (Yield: 70%, m.p.: 404-405 K). Dissolving the pure compound in 3:1 mixture of dichloromethane/ethyl acetate and on keeping for slow evaporation of the solvents provides crystals for X-ray analysis.
Refinement
The hydrogen atoms were placed in calculated positions (C-H = 0.93-0.98 Å) and included in the refinement in riding-model approximation with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )

Hydrogen-bond geometry (Å, °)
Cg is the centroid of the C16-C21 ring. 
